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Species Gene Symbol Gene ID GenBank Accession Transcript
Human CASP6 839 BC000305 NM_ 001226
About the gene

Official Symbol CASP6

Previous Symbol -

Official Full Name | caspase 6

Synonyms MCH2

Location 4q25
Gene Type protein-coding gene
Uniprot ID P55212

Pathway/Library Apoptosis Pathway Library

This gene encodes a protein which is a member of the cysteine-aspartic acid protease (caspase) family.
Sequential activation of caspases plays a central role in the execution-phase of cell apoptosis. Caspases
exist as inactive proenzymes which undergo proteolytic processing at conserved aspartic residues to
produce two subunits, large and small, that dimerize to form the active enzyme. This protein is processed
by caspases 7, 8 and 10, and is thought to function as a downstream enzyme in the caspase activation
cascade. Alternative splicing of this gene results in two transcript variants that encode different isoforms.

Gene Summary

ags | 7= i 2 T | s |




L08047 CASP6 Knockout HEK293T Cells 132/
= DAUIRE 13
REFEFRMH:
Xt TN B FE B B O BB TR AAE, FI3-S KA G W T UKIBRRAANE, AR, KA.
FEEE:

> B R RIMAsgRNAF I HRFA, R T EsgRNAF I, TETETT W 5 & IE M4 M info@beyotime.comZ L. sgRNAJF 515
SR, REEZRBHEVFAIAEHE MBS, WAEEAZET 08NS SR NS, fEH#
TER AR T SCEREE IR, NV B R YA .

> 0TS 2 BB ER T [ 4 PR O % B 3E HEK293T 44 A 1) CRISPR % [Al = B 48 fg ¥ 5E il ,
service@beyotime.com,

> AR T2 N REREERE R, A TR Bsa6yy, AMFH TR RN, AR T EEEEN

> N TR, 5 LR O T E R

fSEFA 15 EA -
1. HEK293TH4HfRIIZ . B KIEFR:

a. AKHEK293T Cells N [ER} 3 H (3£ K sgRNA . Cas9ATpuromycindfi It 118 7 3 B 4 -2 i puromycin i B A1 T7TELSE %€ 1K £ 7%,
FEHEK293 T4 il .

b. AU SRAEAM RS IEER TR B IR S5 R R iz iy 0 AR IAIRE RS (TUK) s — /NI RE 5% 77 ¥ 41 g
B /NI BRGSO ) o O T SR L 52 KR i R PR B B A AR AL, X TR R GRS IR A, T R
DLV I 3085 7 70 40 s R s 8 00 i P b AT I8 5

c. M TTUKIZMBIARFLEM, & TIKCE e, E I EMRE IR, V2 BARRGAE: A MEATIK, HEE
525G R R 56 40 M B VR AR S TN P ORAE A, AT AR E T =i A 5 .

d. USCEIVRAT A0 i 1 R D 5 A kAT 5 7%, CARAA RIS 0 RS TR ERF . W AN AT A, VRA7 40 i T 7E-80°C
SRR H

e. WHEAEL I, AFUH0.5-1ml, TG R60-90%, EIEHEIN6ecmBEFRILF . WG I 57755 R 5
i, TTCAVHAL G R 3. 5emBEFR I, X AR A K22 B o

£ SRR T IRIZ T, HR IR R A e A R IR N BE LR M, SRS S VS TE A N AR AR KORAS
SR 0 2 B R I 85 %1 R AT ARG W RBIF 4R 2, VNG IE TR E T 55 7740 b i B 1 DA B 1 4 i 7
DOMEE . G SRS B IR i B O R B AN, T DA R B SR LR IR B R . R IR IR
W OR BB IR AR SR 7%, FE BAE T CE R IR, OREE — PSRRI, FEIMN— B3 B IR, IR R T DUS &k
BT R R BT 2 7 S B R A K AGE N, BRI R A KRS .

g AU R FRBNDMEM (high glucose)+10% FBS. 5 7ERE 7RI -F NS & 75 8 2 -5E 8 R I W AR I mT RE M40 T 75 4%,
W 7 K75 5 -8 R (100X) (C0222). [FAIE, In N9 FE 1 pg/mlffiPuromycin (ST551) . A& 441895 75 IVHEK 293 T
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 152/
0222 H R R - TR R IR W(100X) 100ml
D0508S/M 2 PR 2 g A SR A A ) 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%5 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
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